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概要 

Distinct Epigenetic Entities Reflecting Clinical and Molecular 
Features in Chronic Myelomonocytic Leukemia  
 
 Chronic myelomonocytic leukemia (CMML) is a rare hematological 
malignancy characterized by dysplasia, abnormal proliferation of monocytic 
cells, and an elevated risk of transforming into acute leukemia. Genes 
involved in DNA methylation, such as TET2 and ASXL1, are frequently 
affected, and hypomethylating agents (HMAs), Decitabine/Azacytidine, are 
widely used for the patients with CMML. However, only half of the patients 
have the benefit of HMAs and the survival of primary refractory cases is 
dismal. Therefore, better understanding of disease biology and molecular 
biomarkers predicting HMA response are strongly needed. 

 Here, we analyzed 127 patients with CMML who were enrolled into the 
randomized phase III, DACOTA trial (NCT02214407, decitabine vs 
hydroxy urea), to determine new epigenetic entities reflecting their clinical 
and molecular features in CMML. We performed genome-wide mutation, 
gene expression and methylation analysis, then identified the disease 
subtypes associated with clinical features, overall survivals, and 
treatment response. 
 In this lecture, I will present the results and discuss future directions. 
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